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[Abstract] Objective: To investigate the therapeutic effect and intestinal microbiota of abdominal friction
on fluperamide—induced functional constipation in rats. Methods: A total of 40 SD rats were randomly divided
into normal group (group N), model group (group M), lactulose group (group L) and Tuina group (group TN),
with 10 rats in each group. On the 1* to 14" days, group M, group L and group TN were gavaged with a
suspension of loperamide hydrochloride capsule powder (3 mg/kg), and group N was gavaged with the same
volume of normal saline. On the 15" to 28" days, group N and group M were given normal saline (10 ml/kg),
and group L was given lactulose (2.57 ml/kg), once a day. Group TN was given abdominal friction intervention,
once a day. After the end of treatment, the fecal moisture content and intestinal propulsion rate of rats in
each group were detected, and the collected fresh feces of rats were tested for 16SrDNA to analyze the
changes of intestinal flora in the samples. Results: Compared with the group N, the fecal water content
decreased significantly in group M (P<0.05), and the intestinal propulsion rate decreased significantly in group M

(P<0.05). There was disruption of gut microbiota in the group M. The abundance of Firmicuts and Lactobacillaceae
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decreased in group M, while the abundance of Bacteroidetes, Muribaculaceae, Lachnospiraceae and Prevotel—

laceae increased in group M. Compared with the group M, the fecal water content increased significantly in

group L and group TN (P<0.05), and the intestinal propulsion rate increased significantly in group L and group

TN (P<0.05). The abundances of Bacteroidetes, Muribaculacea and Prevotellaceae decreased in group L and

group TN, while the abundances of Firmicuts, Lachnospiraceae and Oscillospiraceae increased group L and

group TN. LEfSe analysis showed that c—clostridia, p—firmicutes, o-Lachnospirales, f-Lachnospiraceae and o-

Oscillospirales were the most abundant differential species in the TN group. Conclusion: By adjusting the

structure of the intestinal flora of rats, abdominal friction can improve the constipation state of rats.
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