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[Abstract] Objective: To investigate the effect of modified Guomin decoction on airway microflora in mice
of antibiotic aggravated allergic asthma based on 16SrRNA sequencing technology. Methods: Totally 40 male
BALB/c mice were randomly divided into blank group, antibiotic aggravated allergic asthma group (AAAA
group), modified Guomin decoction group (6.3 g/kg), and pidotimod combined with aminophylline (0.037 8 g/kg,
02 glkg) group (combined group). Allergic asthma mouse model was established by ovalbumin (OVA) and aluminum
hydroxide gel adjuvant combined with OVA aerosol stimulation, and antibiotic aggravated allergic asthma model
was established by cefoperazone sulbactam sodium nasal drip. The mice were administrated by gavage 30
minutes before nebulization, and airway microbiota was detected with 16SrRNA sequencing after 7 days of

continuous administration. Results: Compared with the blank group, the airway flora richness Chaol, Observed
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species index, evolutionary diversity Faith, sPD index, evenness Pielou_e index and Shannon index decreased
in AAAA group (P<0.01); Compared with AAAA group, Chaol, Observed-species, Faith, sPD and Shannon
increased in modified Guomin decoction group (P<0.01). The samples of blank group were far away from those
of AAAA group and combined group, and there were obvious differences in the composition of microbiota
among each group. The distance between the blank group and modified Guomin decoction group was closer,
and the community difference was small. At the generic level, the relative proportions of Bacteroides,
Bacteroides, Prevotella and Prausselia in increased in AAAA group. The relative proportions of flavobacteria,
Rollestonia, Streptococcus and rhodobacter increased in modified Guomin decoction group. Conclusion: Modified

Guomin decoction could improve the imbalance of airway microbiota in mice of antibiotic aggravated allergic

asthma, restore the diversity and richness of airway microbiota and regulate the structure of airway microbiota.
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