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[Abstract] Objective: To explore the effects of compound Qinbai granule on the intestinal flora of rats
with ulcerative colitis (UC) induced by sodium dextran sulfate (DSS). Methods: Totally 42 healthy SD male rats
were randomly divided into normal group (n=12) and model preparation group (n=30). UC model was
established by DSS, and 3 rats were selected from each group to determine whether the modeling was
successful. The successful model rats were randomly divided into model group (UC), mesalazine group (ME) and
compound Qinbai granules group (QB), with 9 rats in each group. The general situation of rats was observed,

and score the disease activity index (DAI) was recorded. The intestinal pathological changes under the
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biological microscope were observed after Hematoxylin-eosin (HE) staining. Enzyme linked immunosorbent assay
(ELISA) method was used to detect levels of serum inflammatory factor, and high —throughput sequencing
technology was used to detect the changes in the composition and abundance of intestinal flora species.
Results: The model group showed higher DAI scores than normal group (P<0.01), and the pathological section
showed that the colonic mucosa of rats was seriously damaged in model group. Compared with the normal
group, the serum levels of IL-6, IL-13 and TNF-a increased in model group, while the level of IL-10
decreased in model group (P<0.01). Compared with the model group, the DAI scores decreased in compound
Qinbai granules group (P<0.01), and the colon injury was alleviated in compound Qinbai granules group. The
levels of IL-6, IL-1B and TNF -a decreased in compound Qinbai granules group, while level of IL-10
increased in compound Qinbai granules group (P<0.05). The sequencing of 16S rRNA gene showed a decreased
diversity of intestinal flora in rats with UC induced by DSS, and the diversity of intestinal flora in UC rats
increased after administration. The compound Qinbai granules group showed higher Shannon index and
Simpson index than model group, while lower Chaol index than model group (P<0.05). The compound Qinbai
granules group showed lower relative abundance of Proteobacteria and Bacteroidetes than model group, while
higjer relative abundance of Firmicutes and Actinobacteria than model group (P<0.05). The abundance of
Bifidobacterium, Salivary Lactobacillus, Mucinophilus Ackermann, Duraliella, and Physiobacteria in compound
Qinbai granules group was significantly upregulated compared to the model group, while the relative abundance
of Fusobacterium, Escherichia coli Shigella, Plasmobacter, Streptococcus, Rochella, and Trichospira decreased
in compound Qinbai granules group (P<0.05). LefSe analysis showed an increasing trend in the relative
abundance of Bacteroids and Lactobacillus genera in compound Qinbai granules group. PICRUSI2 functional
prediction showed an upward trend in the relative abundance of the compound Qinbai granules group in
functional pathways such as amino and nucleotide sugar metabolism, glutathione metabolism, linoleic acid oil
metabolism, fructose and mannose metabolism. Conclusion: Compound Qinbai granules can affect the interacting
flora by regulating its abundance and diversity, and restoring its structure, and then repair the damaged
intestinal mucosal barrier.
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